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Research interests
«

e MTOR signaling in leukemia and
neuropatholgy

e MIRNAS ragulating te expression of inhibitors
of MMPs In prostate cancer and bladder
cancer

e Epigenetic regulation of TIMPS In
endometriosis

e SNPs In that predict recurrent hepatitis C In
liver transplants



MTOR signaling in leukemia and
neuropatholgy

S
e CML
- Potential target for augmentation of TKI

e Tuberosclerosis

- SEGA tumors development — haploinsufficiency
or postranslational modifications?

e Pituitary adenomas
- Mechanism of mTOR hyperactivation in GHomas

Tomasz Stoktosa, M.D., PhD
Jarostaw J6zwiak, M.D., PhD
Emir Ahmed Sajjad, M.D.



Tuberous sclerosis

Mouse brain
Human brain
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MIRNAS regulating inhibitors of
MMPs In prostate cancer

e MIRNAs predicted to regulate TIMP1-4
e TIMP1-4 expression in cancer tissue

Spearman's rank correlation coefficient CaP (n=28)

Gene microRNA R
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Marek Janiak, M.S.



Epigenetic regulation of TIMPs In
endometriosis

e MIRNAsS predicted to regulate TIMP2-4 and
Reck

e TIMP2-4 and Reck expression in eutopic and
ectiopic endometrium

e MIRNA profile differ between eutopic and
ectopic tissue

e The role of hypoxia - induction of mIRNA
expression

Radostaw Maksym, M.D.



Endometriosis

— Endometriosis - hormone dependent disorder

characterized by growth of endometrial tissue

outside uterine cavity.
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Expression of TIMP/RECK In
biopsies
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Expression of TIMP2 in endometriosis

Expression of TIMP3 in endometriosis
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Radostaw Maksym, M.D.



The role of hypoxia - induction of

MIRNA expression

Ze750e11 - miR21 in hypoxa 48h
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SNPs in that predict recurrent
hepatitis C in liver transplants
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Emir Ahmed Sajjad, M.D.

TGFBR1 DNA

TGFBR1 mRNA

miR98/Let-7

TGFBR1 mRNA EXPRESSION (AU)
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Allel A rs868 correlates with
poorer prognosis in HCV+
liver graft recepients

Allel A correlates with lower
expression of TGFBR1

Remains to be determined:

Role of SNP rs868 in HCV-
liver transplants



